INTERPRETATION TABLE

HLA-C*18 SSP subtyping

Amplification patterns of the C*18:01 to 18:07N alleles
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*02:22, 05:08, 05:52, 05:89, 06:09,
08:27, 08:29, 08:31, 12:31, B*15:137

*03:08, 03:29, 03:31

*04:01:01:01-04:01:52, 04:03:01-
04:20, 04:23-04:93N, 04:95N-04:111,
04:113-04:122, 04:124-04:152

*04:94:01-04:94:02

*04:112, 04:123N
*06:02:08
*06:17

*07:01:01:01-07:06, 07:08, 07:10-
07:19, 07:21-07:33N, 07:35-07:48,
07:50-07:63, 07:65-07:72, 07:74-
07:75, 07:77-07:91, 07:93-07:95,
07:97-07:171, 07:173-07:209, 07:211-
07:237, 07:239-07:246, 07:248-
07:294, 07:296-07:314

*07:07, 07:09, 07:49, 07:76, 07:210,
07:238, 07:247, 07:315

*07:20, 07:64, 07:73, 07:92, 07:96:01-
07:96:02, 07:172
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